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’Through the glass darkly’: DeepMind Al at the protein olympics!

Abstract:

At CASP14, the biennial competition for protein structure prediction, researchers at DeepMind, Google’s premier
Al research group, declared that they have solved the ‘protein folding problem.” In my talk, I’ll try to convey a
nuanced view of DeepMind’s results and CASP14. I’ll first unpack the many meanings of the ‘protein folding
problem.” I’1l explain the magnitude of DeepMind’s leap for predicting protein structures in quantitative terms. I’
end by speculating on DeepMind’s method and network architecture.
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